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Abstract: The polymerase chain reaction (PCR) is a scientific technique in molecular biology to amplify a 
single or a few copies of a piece of DNA across several orders of magnitude, generating thousands to 
millions of copies of a particular DNA sequence. 
 
 

Developed in 1983 by Kary Mullis,[1] PCR is now a common and often indispensable 
technique used in medical and biological research labs for a variety of applications.[2][3] 
These include DNA cloning for sequencing, DNA-based phylogeny, or functional analysis 
of genes; the diagnosis of hereditary diseases; the identification of genetic fingerprints 
(used in forensic sciences and paternity testing); and the detection and diagnosis of 
infectious diseases. In 1993, Mullis was awarded the Nobel Prize in Chemistry for his work 
on PCR.[4] 

The method relies on thermal cycling, consisting of cycles of repeated heating and 
cooling of the reaction for DNA melting and enzymatic replication of the DNA. Primers 
(short DNA fragments) containing sequences complementary to the target region along 
with a DNA polymerase (after which the method is named) are key components to enable 
selective and repeated amplification. As PCR progresses, the DNA generated is itself used 
as a template for replication, setting in motion a chain reaction in which the DNA template 
is exponentially amplified. PCR can be extensively modified to perform a wide array of 
genetic manipulations. 

Almost all PCR applications employ a heat-stable DNA polymerase, such as Taq 
polymerase, an enzyme originally isolated from the bacterium Thermus aquaticus. This 
DNA polymerase enzymatically assembles a new DNA strand from DNA building blocks, 
the nucleotides, by using single-stranded DNA as a template and DNA oligonucleotides 
(also called DNA primers), which are required for initiation of DNA synthesis. The vast 
majority of PCR methods use thermal cycling, i.e., alternately heating and cooling the PCR 
sample to a defined series of temperature steps. These thermal cycling steps are 
necessary first to physically separate the two strands in a DNA double helix at a high 
temperature in a process called DNA melting. At a lower temperature, each strand is then 
used as the template in DNA synthesis by the DNA polymerase to selectively amplify the 
target DNA. The selectivity of PCR results from the use of primers that are complementary 
to the DNA region targeted for amplification under specific thermal cycling conditions. 
 

 
PCR principles and procedure 
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Figure 1a: A thermal cycler for PCR 

 
 

Figure 1b: An older model three-temperature thermal cycler for PCR 

 
PCR is used to amplify a specific region of a DNA strand (the DNA target). Most 

PCR methods typically amplify DNA fragments of up to ~10 kilo base pairs (kb), although 
some techniques allow for amplification of fragments up to 40 kb in size.  

A basic PCR set up requires several components and reagents. These components 
include: 

 DNA template that contains the DNA region (target) to be amplified. 
 Two primers that are complementary to the 3' (three prime) ends of each of the 

sense and anti-sense strand of the DNA target. 
 Taq polymerase or another DNA polymerase with a temperature optimum at around 

70 °C. 
 Deoxynucleotide triphosphates (dNTPs), the building blocks from which the DNA 

polymerases synthesizes a new DNA strand. 
 Buffer solution, providing a suitable chemical environment for optimum activity and 

stability of the DNA polymerase. 
 Divalent cations, magnesium or manganese ions; generally Mg2+ is used, but Mn2+ 

can be utilized for PCR-mediated DNA mutagenesis, as higher Mn2+ concentration 
increases the error rate during DNA synthesis[7] 

 Monovalent cation potassium ions. 
The PCR is commonly carried out in a reaction volume of 10–200 μl in small 

reaction tubes (0.2–0.5 ml volumes) in a thermal cycler. The thermal cycler heats and 
cools the reaction tubes to achieve the temperatures required at each step of the reaction 
(see below). Many modern thermal cyclers make use of the Peltier effect which permits 
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both heating and cooling of the block holding the PCR tubes simply by reversing the 
electric current. Thin-walled reaction tubes permit favorable thermal conductivity to allow 
for rapid thermal equilibration. Most thermal cyclers have heated lids to prevent 
condensation at the top of the reaction tube. Older thermocyclers lacking a heated lid 
require a layer of oil on top of the reaction mixture or a ball of wax inside the tube. 

 
PROCEDURE 

 
 

Figure 2: Schematic drawing of the PCR cycle. 
(1) Denaturing at 94–96 °C. (2) Annealing at ~65 °C (3) Elongation at 72 °C. 

(2)  

Four cycles are shown here. The blue lines represent the DNA template to which 
primers (red arrows) anneal that are extended by the DNA polymerase (light green 
circles), to give shorter DNA products (green lines), which themselves are used as 
templates as PCR progresses. 

Typically, PCR consists of a series of 20-40 repeated temperature changes, called 
cycles, with each cycle commonly consisting of 2-3 discrete temperature steps, usually 
three (Fig. 2). The cycling is often preceded by a single temperature step (called hold) at a 
high temperature (>90°C), and followed by one hold at the end for final product extension 
or brief storage. The temperatures used and the length of time they are applied in each 
cycle depend on a variety of parameters. These include the enzyme used for DNA 
synthesis, the concentration of divalent ions and dNTPs in the reaction, and the melting 
temperature (Tm) of the primers.[8] 

 Initialization step: This step consists of heating the reaction to a temperature of 94–
96 °C (or 98 °C if extremely thermostable polymerases are used), which is held for 
1–9 minutes. It is only required for DNA polymerases that require heat activation by 
hot-start PCR.[9] 

 Denaturation step: This step is the first regular cycling event and consists of heating 
the reaction to 94–98 °C for 20–30 seconds. It causes DNA melting of the DNA 
template by disrupting the hydrogen bonds between complementary bases, yielding 
single-stranded DNA molecules. 
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 Annealing step: The reaction temperature is lowered to 50–65 °C for 20–40 
seconds allowing annealing of the primers to the single-stranded DNA template. 
Typically the annealing temperature is about 3-5 degrees Celsius below the Tm of 
the primers used. Stable DNA-DNA hydrogen bonds are only formed when the 
primer sequence very closely matches the template sequence. The polymerase 
binds to the primer-template hybrid and begins DNA synthesis. 

 Extension/elongation step: The temperature at this step depends on the DNA 
polymerase used; Taq polymerase has its optimum activity temperature at 75–
80 °C,[10][11] and commonly a temperature of 72 °C is used with this enzyme. At this 
step the DNA polymerase synthesizes a new DNA strand complementary to the 
DNA template strand by adding dNTPs that are complementary to the template in 5' 
to 3' direction, condensing the 5'-phosphate group of the dNTPs with the 3'-hydroxyl 
group at the end of the nascent (extending) DNA strand. The extension time 
depends both on the DNA polymerase used and on the length of the DNA fragment 
to be amplified. As a rule-of-thumb, at its optimum temperature, the DNA 
polymerase will polymerize a thousand bases per minute. Under optimum 
conditions, i.e., if there are no limitations due to limiting substrates or reagents, at 
each extension step, the amount of DNA target is doubled, leading to exponential 
(geometric) amplification of the specific DNA fragment. 

 Final elongation: This single step is occasionally performed at a temperature of 70–
74 °C for 5–15 minutes after the last PCR cycle to ensure that any remaining single-
stranded DNA is fully extended. 

 Final hold: This step at 4–15 °C for an indefinite time may be employed for short-
term storage of the reaction. 

 
Figure 3: Ethidium bromide-stained PCR products after gel electrophoresis. 

 

Two sets of primers were used to amplify a target sequence from three different 
tissue samples. No amplification is present in sample #1; DNA bands in sample #2 and #3 
indicate successful amplification of the target sequence. The gel also shows a positive 
control, and a DNA ladder containing DNA fragments of defined length for sizing the bands 
in the experimental PCRs. 

To check whether the PCR generated the anticipated DNA fragment (also 
sometimes referred to as the amplimer or amplicon), agarose gel electrophoresis is 
employed for size separation of the PCR products. The size(s) of PCR products is 
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determined by comparison with a DNA ladder (a molecular weight marker), which contains 
DNA fragments of known size, run on the gel alongside the PCR products (see Fig. 3). 

 
PCR STAGES 
 

The PCR process can be divided into three stages: 
Exponential amplification: At every cycle, the amount of product is doubled 

(assuming 100% reaction efficiency). The reaction is very sensitive: only minute quantities 
of DNA need to be present.[12] 

Levelling off stage: The reaction slows as the DNA polymerase loses activity and as 
consumption of reagents such as dNTPs and primers causes them to become limiting. 

Plateau: No more product accumulates due to exhaustion of reagents and enzyme. 
In practice, PCR can fail for various reasons, in part due to its sensitivity to 

contamination causing amplification of spurious DNA products. Because of this, a number 
of techniques and procedures have been developed for optimizing PCR conditions.[13][14] 
Contamination with extraneous DNA is addressed with lab protocols and procedures that 
separate pre-PCR mixtures from potential DNA contaminants.[6] This usually involves 
spatial separation of PCR-setup areas from areas for analysis or purification of PCR 
products, use of disposable plasticware, and thoroughly cleaning the work surface 
between reaction setups. Primer-design techniques are important in improving PCR 
product yield and in avoiding the formation of spurious products, and the usage of 
alternate buffer components or polymerase enzymes can help with amplification of long or 
otherwise problematic regions of DNA. Addition of reagents, such as formamide, in buffer 
systems may increase the specificity and yield of PCR. 

 
APPLICATION OF PCR 
SELECTIVE DNA ISOLATION 
 

PCR allows isolation of DNA fragments from genomic DNA by selective 
amplification of a specific region of DNA. This use of PCR augments many methods, such 
as generating hybridization probes for Southern or northern hybridization and DNA 
cloning, which require larger amounts of DNA, representing a specific DNA region. PCR 
supplies these techniques with high amounts of pure DNA, enabling analysis of DNA 
samples even from very small amounts of starting material. 

Other applications of PCR include DNA sequencing to determine unknown PCR-
amplified sequences in which one of the amplification primers may be used in Sanger 
sequencing, isolation of a DNA sequence to expedite recombinant DNA technologies 
involving the insertion of a DNA sequence into a plasmid or the genetic material of another 
organism. Bacterial colonies (E. coli) can be rapidly screened by PCR for correct DNA 
vector constructs.[15] PCR may also be used for genetic fingerprinting; a forensic technique 
used to identify a person or organism by comparing experimental DNAs through different 
PCR-based methods. 

Some PCR 'fingerprints' methods have high discriminative power and can be used 
to identify genetic relationships between individuals, such as parent-child or between 
siblings, and are used in paternity testing (Fig. 4). This technique may also be used to 
determine evolutionary relationships among organisms.[citation needed] 
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Figure 4: Electrophoresis of PCR-amplified DNA fragments. (1) Father. (2) Child. (3) Mother. 
 

The child has inherited some, but not all of the fingerprint of each of its parents, 
giving it a new, unique fingerprint. 

 
AMPLIFICATION AND QUANTIFICATION OF DNA 

 
Because PCR amplifies the regions of DNA that it targets, PCR can be used to 

analyze extremely small amounts of sample. This is often critical for forensic analysis, 
when only a trace amount of DNA is available as evidence. PCR may also be used in the 
analysis of ancient DNA that is tens of thousands of years old. These PCR-based 
techniques have been successfully used on animals, such as a forty-thousand-year-old 
mammoth, and also on human DNA, in applications ranging from the analysis of Egyptian 
mummies to the identification of a Russian tsar.[16] 

Quantitative PCR methods allow the estimation of the amount of a given sequence 
present in a sample—a technique often applied to quantitatively determine levels of gene 
expression. Real-time PCR is an established tool for DNA quantification that measures the 
accumulation of DNA product after each round of PCR amplification. 

 
PCR IN DIAGNOSIS OF DISEASES 

 
PCR permits early diagnosis of malignant diseases such as leukemia and 

lymphomas, which is currently the highest developed in cancer research and is already 
being used routinely.[citation needed] PCR assays can be performed directly on genomic DNA 
samples to detect translocation-specific malignant cells at a sensitivity which is at least 
10,000 fold higher than other methods.[citation needed] 

PCR also permits identification of non-cultivatable or slow-growing microorganisms 
such as mycobacteria, anaerobic bacteria, or viruses from tissue culture assays and 
animal models. The basis for PCR diagnostic applications in microbiology is the detection 
of infectious agents and the discrimination of non-pathogenic from pathogenic strains by 
virtue of specific gene 

Viral DNA can likewise be detected by PCR. The primers used need to be specific 
to the targeted sequences in the DNA of a virus, and the PCR can be used for diagnostic 
analyses or DNA sequencing of the viral genome. The high sensitivity of PCR permits 
virus detection soon after infection and even before the onset of disease. Such early 
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detection may give physicians a significant lead in treatment. The amount of virus ("viral 
load") in a patient can also be quantified by PCR-based DNA quantitation techniques . 

 
RESIDUAL DISEASE IN CHRONIC MYELOID LEUKEMIA AFTER INDUCTION OF 
MOLECULAR REMISSION 
 

Reliable assessment of molecular remission after allografting for chronic myeloid 
leukemia requires assays capable of detecting one BCR-ABL–positive cell among 105 to 
106 BCR-ABL–negative cells 

1 — a sensitivity achieved with nested reverse-transcriptase polymerase chain 
reaction (PCR) but not with real-time quantitative PCR. 

2 Molecular remission after allografting predicts a low risk of relapse.1 On the basis 
of negative results on quantitative PCR testing, molecular remission has also been 
reported in some patients treated with imatinib.3,4 

The sensitivity of any PCR assay is ultimately limited by the number of cells 
analyzed. Only a fraction of the complementary DNA (cDNA) is routinely assayed, but the 
analysis of multiple cDNA aliquots in replicate reactions increases the sensitivity. With 
this approach, BCR-ABL transcripts become detectable in some healthy adults.5 

We conducted a study in which 97 patients with chronic myeloid leukemia in the 
chronic phase who had been receiving imatinib for a median of 22 
months (range, 0 to 38) were monitored with realtime quantitative PCR (sensitivity, 1:104 
to 1:105) and in which negative samples were further tested by nested PCR (sensitivity, 
1:105 to 1:106). 

1 Seventeen patients (all of whom were in complete cytogenetic remission) had at 
least one negative result on nested PCR (35 of 1051 samples [3.3 percent]). 

In 24 samples (from patients whose median time receiving imatinib was 19 months 
[range, 11 to 36]), cDNA was available for 10 replicate nested PCR reactions, each 
corresponding to more than 106 white cells or bone marrow cells.  

Thirty-two samples from 23 patients in complete cytogenetic remission a median of 
19 months (range, 5 to 130) after allografting and samples from 11 healthy persons were 
tested in an analogous fashion.  

Fourteen of the 24 samples from the patients receiving imatinib (58 percent) were 
positive in 1 to 10 (median, 3) of 10 replicate reactions, and 6 of the 32 samples obtained 
from patients who had undergone allografting (19 percent) were positive in 1 to 7 (median, 
1) of 10 reactions (P=0.002 by chi-square analysis).  

A sample from 1 of the 11 healthy persons was positive in 3 of 10 replicate 
reactions, an incidence not different from that in the patients after allografting (P=0.45) 
(Table 1). 

Eight of the patients receiving imatinib (including five with newly diagnosed disease) 
had negative results on replicate tests. Of seven patients with follow-up data, two 
subsequently tested positive by single nested reverse-transcriptase PCR, and one had 
progression to cytogenetic relapse.  

Two tested positive in replicate assays. In two patients with newly diagnosed 
disease, test results have remained completely negative for 7 and 11 months, respectively. 

Our findings suggest that most patients receiving imatinib harbor higher levels of 
residual disease than patients who have undergone allografting, even if they have 
negative test results on standard nested PCR. Only a few patients have equally profound 
remissions. Molecular remission after allografting is associated with a definite biologic end 
point: relapse-free survival. It currently is not known whether imatinib-induced negativity on 
PCR testing will be predictive of an equally low risk of relapse. 
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Thus, the term ―molecular remission‖ should beused cautiously in such patients. 

 
References 
 

1. Bartlett & Stirling (2003)—A Short History of the Polymerase Chain Reaction. In: Methods Mol Biol. 
226:3-6 

2. Saiki, RK; Scharf S, Faloona F, Mullis KB, Horn GT, Erlich HA, Arnheim N (December 20 1985). 
"Enzymatic amplification of beta-globin genomic sequences and restriction site analysis for diagnosis 
of sickle cell anemia". Science 230 (4732): 1350–4. doi:10.1126/science.2999980. PMID 2999980. 
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/034. 

3. Saiki, RK; Gelfand DH, Stoffel S, Scharf SJ, Higuchi R, Horn GT, Mullis KB, Erlich HA (1988). 
"Primer-directed enzymatic amplification of DNA with a thermostable DNA polymerase". Science 239 
(4839): 487–91. doi:10.1126/science.2448875. PMID 2448875. http://sunsite.berkeley.edu/cgi-
bin/ebind2html/pcr/009. 

4. Kary Mullis Nobel Lecture, December 8, 1993 
5. Cheng S, Fockler C, Barnes WM, Higuchi R (1994). "Effective amplification of long targets from 

cloned inserts and human genomic DNA". Proc Natl Acad Sci. 91 (12): 5695–5699. 
doi:10.1073/pnas.91.12.5695. PMID 8202550. 

6. Joseph Sambrook and David W. Russel (2001). Molecular Cloning: A Laboratory Manual (3rd ed.). 
Cold Spring Harbor, N.Y.: Cold Spring Harbor Laboratory Press. ISBN 0-87969-576-5. Chapter 8: In 
vitro Amplification of DNA by the Polymerase Chain Reaction 

7. Pavlov AR, Pavlova NV, Kozyavkin SA, Slesarev AI (2004). "Recent developments in the 
optimization of thermostable DNA polymerases for efficient applications". Trends Biotechnol. 22 (5): 
253–260. doi:10.1016/j.tibtech.2004.02.011. PMID 15109812. 

8. Rychlik W, Spencer WJ, Rhoads RE (1990). "Optimization of the annealing temperature for DNA 
amplification in vitro". Nucl Acids Res 18 (21): 6409–6412. doi:10.1093/nar/18.21.6409. 
PMID 2243783.PMC 332522. 
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pubmed&pubmedid=2243783. 

9. D.J. Sharkey, E.R. Scalice, K.G. Christy Jr., S.M. Atwood, and J.L. Daiss (1994). "Antibodies as 
Thermolabile Switches: High Temperature Triggering for the Polymerase Chain Reaction". 
Bio/Technology 12: 506–509. doi:10.1038/nbt0594-506. 

10. Chien A, Edgar DB, Trela JM (1976). "Deoxyribonucleic acid polymerase from the extreme 
thermophile Thermus aquaticus". J. Bacteriol 174 (3): 1550–1557. PMID 8432. 

11. Lawyer FC, Stoffel S, Saiki RK, Chang SY, Landre PA, Abramson RD, Gelfand DH (1993). "High-
level expression, purification, and enzymatic characterization of full-length Thermus aquaticus DNA 
polymerase and a truncated form deficient in 5' to 3' exonuclease activity". PCR Methods Appl. 2 (4): 
275–287. PMID 8324500. 

12. Campbell Biology,7th edition 
13. PCR from problematic templates. Focus 22:1 p.10 (2000). 
14. Helpful tips for PCR. Focus 22:1 p.12 (2000). 
15. Pavlov AR, Pavlova NV, Kozyavkin SA, Slesarev AI (2006). "Thermostable DNA Polymerases for a 

Wide Spectrum of Applications: Comparison of a Robust Hybrid TopoTaq to other enzymes". In 
Kieleczawa J. DNA Sequencing II: Optimizing Preparation and Cleanup. Jones and Bartlett. 
pp. 241–257. ISBN 0-7637-3383-0. 

16. "Chemical Synthesis, Sequencing, and Amplification of DNA (class notes on MBB/BIO 343)". 
Arizona State University.  
 http://photoscience.la.asu.edu/photosyn/courses/BIO_343/lecture/DNAtech.html. Retrieved 
2007-10-29. 

17. Newton CR, Graham A, Heptinstall LE, Powell SJ, Summers C, Kalsheker N, Smith JC, and 
Markham AF (1989). "Analysis of any point mutation in DNA. The amplification refractory mutation 
system (ARMS)". Nucleic Acids Research 17 (7): 2503–2516. doi:10.1093/nar/17.7.2503. 
PMID 2785681. 

18. Stemmer WP, Crameri A, Ha KD, Brennan TM, Heyneker HL (1995). "Single-step assembly of a 
gene and entire plasmid from large numbers of oligodeoxyribonucleotides". Gene 164 (1): 49–53. 
doi:10.1016/0378-1119(95)00511-4. PMID 7590320. 

19. Innis MA, Myambo KB, Gelfand DH, Brow MA. (1988). "DNA sequencing with Thermus aquaticus 
DNA polymerase and direct sequencing of polymerase chain reaction-amplified DNA". Proc Natl 
Acad Sci USA 85 (24): 9436–4940. doi:10.1073/pnas.85.24.9436. PMID 3200828. 

ANNALS of the ORADEA UNIVERSITY. 

Fascicle of Management and Technological Engineering, Volume X (XX), 2011, NR1 

 3.69 

http://www.springerprotocols.com/Abstract/doi/10.1385/1-59259-384-4:3
http://www.springerprotocols.com/Abstract/doi/10.1385/1-59259-384-4:3
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/034
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/034
http://en.wikipedia.org/wiki/Science_%28journal%29
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1126%2Fscience.2999980
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2999980
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/034
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/009
http://en.wikipedia.org/wiki/Science_%28journal%29
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1126%2Fscience.2448875
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2448875
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/009
http://sunsite.berkeley.edu/cgi-bin/ebind2html/pcr/009
http://nobelprize.org/nobel_prizes/chemistry/laureates/1993/mullis-lecture.html
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=44063
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=44063
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1073%2Fpnas.91.12.5695
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/8202550
http://en.wikipedia.org/wiki/International_Standard_Book_Number
http://en.wikipedia.org/wiki/Special:BookSources/0-87969-576-5
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1016%2Fj.tibtech.2004.02.011
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/15109812
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pubmed&pubmedid=2243783
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pubmed&pubmedid=2243783
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1093%2Fnar%2F18.21.6409
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2243783
http://en.wikipedia.org/wiki/PubMed_Central
http://www.pubmedcentral.gov/articlerender.fcgi?tool=pmcentrez&artid=332522
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pubmed&pubmedid=2243783
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1038%2Fnbt0594-506
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=232952
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=232952
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/8432
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/8324500
http://en.wikipedia.org/wiki/International_Standard_Book_Number
http://en.wikipedia.org/wiki/Special:BookSources/0-7637-3383-0
http://photoscience.la.asu.edu/photosyn/courses/BIO_343/lecture/DNAtech.html
http://photoscience.la.asu.edu/photosyn/courses/BIO_343/lecture/DNAtech.html
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=317639
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=317639
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1093%2Fnar%2F17.7.2503
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2785681
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1016%2F0378-1119%2895%2900511-4
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/7590320
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=282767
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=282767
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1073%2Fpnas.85.24.9436
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/3200828


20. Pierce KE and Wangh LJ (2007). "Linear-after-the-exponential polymerase chain reaction and allied 
technologies Real-time detection strategies for rapid, reliable diagnosis from single cells". Methods 
Mol Med. 132: 65–85. doi:10.1007/978-1-59745-298-4_7. PMID 17876077. 

21. Vincent,Myriam, Xu, Yan, and Kong, Huimin (2004). "Helicase-dependent isothermal DNA 
amplification". EMBO reports 5 (8): 795–800. doi:10.1038/sj.embor.7400200. PMID 15247927. 

22. Q. Chou, M. Russell, D.E. Birch, J. Raymond and W. Bloch (1992). "Prevention of pre-PCR mis-
priming and primer dimerization improves low-copy-number amplifications". Nucleic Acids Research 
20 (7): 1717–1723. doi:10.1093/nar/20.7.1717. PMID 1579465. 

23. Kellogg D E, Rybalkin I, Chen S, Mukhamedova N, Vlasik T, Siebert P D, Chenchik A. 1994. 
TaqStart Antibody: hot start PCR facilitated by a neutralizing monoclonal antibody directed against 
Taq DNA polymerase. BioTechniques 16 (6):1134-1137Kellogg, DE; Rybalkin, I; Chen, S; 
Mukhamedova, N; Vlasik, T; Siebert, PD; Chenchik, A (1994). "TaqStart Antibody: "hot start" PCR 
facilitated by a neutralizing monoclonal antibody directed against Taq DNA polymerase.". 
BioTechniques 16 (6): 1134–7. PMID 8074881. 

24. E. Zietkiewicz, A. Rafalski, and D. Labuda (1994). "Genome fingerprinting by simple sequence 
repeat (SSR)-anchored polymerase chain reaction amplification". Genomics 20 (2): 176–83. 
doi:10.1006/geno.1994.1151. PMID 8020964. 

25. Ochman H, Gerber AS, Hartl DL (1988). "Genetic applications of an inverse polymerase chain 
reaction". Genetics 120 (3): 621–623. PMID 2852134. 

26. Mueller PR, Wold B (1988). "In vivo footprinting of a muscle specific enhancer by ligation mediated 
PCR". Science 246 (4931): 780–786. doi:10.1126/science.2814500. PMID 2814500. 

27. Herman JG, Graff JR, Myöhänen S, Nelkin BD, Baylin SB (1996). "Methylation-specific PCR: a novel 
PCR assay for methylation status of CpG islands". Proc Natl Acad Sci USA 93 (13): 9821–9826. 
doi:10.1073/pnas.93.18.9821. PMID 8790415. 

28. Isenbarger TA, Finney M, Ríos-Velázquez C, Handelsman J, Ruvkun G (2008). "Miniprimer PCR, a 
new lens for viewing the microbial world". Applied and Environmental Microbiology 74 (3): 840–9. 
doi:10.1128/AEM.01933-07. PMID 18083877. 

29. Bing, D. H., C. Boles, F. N. Rehman, M. Audeh, M. Belmarsh, B. Kelley, and C. P. Adams. (1996). 
"Bridge amplification: a solid phase PCR system for the amplification and detection of allelic 
differences in single copy genes". Genetic Identity Conference Proceedings, Seventh International 
Symposium on Human Identification.  
 http://www.promega.com/geneticidproc/ussymp7proc/0726.html. 

30. Khan Z, Poetter K, Park DJ (2008). "Enhanced solid phase PCR: mechanisms to increase priming 
by solid support primers". Analytical Biochemistry 375 (2): 391–393. doi:10.1016/j.ab.2008.01.021. 
PMID 18267099. 

31. Y.G. Liu and R. F. Whittier (1995). "Thermal asymmetric interlaced PCR: automatable amplification 
and sequencing of insert end fragments from P1 and YAC clones for chromosome walking". 
Genomics 25 (3): 674–81. doi:10.1016/0888-7543(95)80010-J. PMID 7759102. 

32. Don RH, Cox PT, Wainwright BJ, Baker K, Mattick JS (1991). "'Touchdown' PCR to circumvent 
spurious priming during gene amplification". Nucl Acids Res 19 (14): 4008. 
doi:10.1093/nar/19.14.4008. PMID 1861999. PMC 328507.  
 http://www.pubmedcentral.nih.gov/pagerender.fcgi?artid=328507&pageindex=1. 

33. David, F. and Turlotte, E., (1998). "An Isothermal Amplification Method". C.R.Acad. Sci Paris, Life 
Science 321 (1): 909–914. 

34. Fabrice David (September–October 2002). "Utiliser les propriétés topologiques de l’ADN: une 
nouvelle arme contre les agents pathogènes" (PDF). Fusion. http://www.lab-rech-
associatives.com/pdf/Utiliser%20la%20Topologie%20de%20l'ADN.pdf.(in French) 

35. Myrick KV, Gelbart WM (2002). "Universal Fast Walking for direct and versatile determination of 
flanking sequence". Gene 284 (1-2): 125–131. doi:10.1016/S0378-1119(02)00384-0. 
PMID 11891053. 

36. Park DJ Electronic Journal of Biotechnology (online). 15 August 2005, vol. 8, no. 2 
37. Park DJ (2005). "A new 5' terminal murine GAPDH exon identified using 5'RACE LaNe". Molecular 

Biotechnology 29 (1): 39–46. doi:10.1385/MB:29:1:39. PMID 15668518. 
38. Park DJ (2004). "3'RACE LaNe: a simple and rapid fully nested PCR method to determine 3'-

terminal cDNA sequence". Biotechniques 36 (4): 586–588, 590. PMID 15088375. 
39. Kleppe K, Ohtsuka E, Kleppe R, Molineux I, Khorana HG (1971). "Studies on polynucleotides. XCVI. 

Repair replications of short synthetic DNA's as catalyzed by DNA polymerases". J. Mol. Biol. 56 (2): 
341–361. doi:10.1016/0022-2836(71)90469-4. PMID 4927950.  
 http://www.sciencedirect.com/science?_ob=ArticleURL&_udi=B6WK7-4DKM9WR-
36&_user=103681&_coverDate=03%2F14%2F1971&_rdoc=10&_fmt=summary&_orig=browse&_src

ANNALS of the ORADEA UNIVERSITY. 

Fascicle of Management and Technological Engineering, Volume X (XX), 2011, NR1 

 3.70 

http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1007%2F978-1-59745-298-4_7
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/17876077
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=1249482
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=1249482
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1038%2Fsj.embor.7400200
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/15247927
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=312262
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=312262
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1093%2Fnar%2F20.7.1717
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/1579465
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/8074881
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1006%2Fgeno.1994.1151
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/8020964
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=1203539
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=1203539
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2852134
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1126%2Fscience.2814500
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2814500
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=38513
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=38513
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1073%2Fpnas.93.18.9821
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/8790415
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=2227730
http://www.pubmedcentral.nih.gov/articlerender.fcgi?tool=pmcentrez&artid=2227730
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1128%2FAEM.01933-07
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/18083877
http://www.promega.com/geneticidproc/ussymp7proc/0726.html
http://www.promega.com/geneticidproc/ussymp7proc/0726.html
http://www.promega.com/geneticidproc/ussymp7proc/0726.html
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1016%2Fj.ab.2008.01.021
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/18267099
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1016%2F0888-7543%2895%2980010-J
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/7759102
http://www.pubmedcentral.nih.gov/pagerender.fcgi?artid=328507&pageindex=1
http://www.pubmedcentral.nih.gov/pagerender.fcgi?artid=328507&pageindex=1
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1093%2Fnar%2F19.14.4008
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/1861999
http://en.wikipedia.org/wiki/PubMed_Central
http://www.pubmedcentral.gov/articlerender.fcgi?tool=pmcentrez&artid=328507
http://www.pubmedcentral.nih.gov/pagerender.fcgi?artid=328507&pageindex=1
http://www.lab-rech-associatives.com/pdf/Utiliser%20la%20Topologie%20de%20l%27ADN.pdf
http://www.lab-rech-associatives.com/pdf/Utiliser%20la%20Topologie%20de%20l%27ADN.pdf
http://www.lab-rech-associatives.com/pdf/Utiliser%20la%20Topologie%20de%20l%27ADN.pdf
http://www.lab-rech-associatives.com/pdf/Utiliser%20la%20Topologie%20de%20l%27ADN.pdf
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1016%2FS0378-1119%2802%2900384-0
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/11891053
http://www.ejbiotechnology.info/content/vol8/issue2/full/7/index.html
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1385%2FMB%3A29%3A1%3A39
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/15668518
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/15088375
http://www.sciencedirect.com/science?_ob=ArticleURL&_udi=B6WK7-4DKM9WR-36&_user=103681&_coverDate=03%2F14%2F1971&_rdoc=10&_fmt=summary&_orig=browse&_srch=doc-info%28%23toc%236899%231971%23999439997%23524037%23FLA%23display%23Volume%29&_cdi=6899&_sort=d&_docanchor=&view=c&_ct=18&_acct=C000007920&_version=1&_urlVersion=0&_userid=103681&md5=5e1e29e72e51ebd62d1b60d1bd5f9058
http://www.sciencedirect.com/science?_ob=ArticleURL&_udi=B6WK7-4DKM9WR-36&_user=103681&_coverDate=03%2F14%2F1971&_rdoc=10&_fmt=summary&_orig=browse&_srch=doc-info%28%23toc%236899%231971%23999439997%23524037%23FLA%23display%23Volume%29&_cdi=6899&_sort=d&_docanchor=&view=c&_ct=18&_acct=C000007920&_version=1&_urlVersion=0&_userid=103681&md5=5e1e29e72e51ebd62d1b60d1bd5f9058
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1016%2F0022-2836%2871%2990469-4
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/4927950
http://www.sciencedirect.com/science?_ob=ArticleURL&_udi=B6WK7-4DKM9WR-36&_user=103681&_coverDate=03%2F14%2F1971&_rdoc=10&_fmt=summary&_orig=browse&_srch=doc-info%28%23toc%236899%231971%23999439997%23524037%23FLA%23display%23Volume%29&_cdi=6899&_sort=d&_docanchor=&view=c&_ct=18&_acct=C000007920&_version=1&_urlVersion=0&_userid=103681&md5=5e1e29e72e51ebd62d1b60d1bd5f9058
http://www.sciencedirect.com/science?_ob=ArticleURL&_udi=B6WK7-4DKM9WR-36&_user=103681&_coverDate=03%2F14%2F1971&_rdoc=10&_fmt=summary&_orig=browse&_srch=doc-info%28%23toc%236899%231971%23999439997%23524037%23FLA%23display%23Volume%29&_cdi=6899&_sort=d&_docanchor=&view=c&_ct=18&_acct=C000007920&_version=1&_urlVersion=0&_userid=103681&md5=5e1e29e72e51ebd62d1b60d1bd5f9058


h=doc-
info(%23toc%236899%231971%23999439997%23524037%23FLA%23display%23Volume)&_cdi=6
899&_sort=d&_docanchor=&view=c&_ct=18&_acct=C000007920&_version=1&_urlVersion=0&_use
rid=103681&md5=5e1e29e72e51ebd62d1b60d1bd5f9058. 

40. Rabinow, Paul (1996). Making PCR: A Story of Biotechnology. Chicago: University of Chicago 
Press. ISBN 0-226-70146-8. 

41. Mullis, Kary (1998). Dancing Naked in the Mind Field. New York: Pantheon Books. ISBN 0-679-
44255-3. 

42. Mullis, Kary (1990). "The unusual origin of the polymerase chain reaction". Scientific American 262 
(4): 56–61, 64–5. doi:10.1038/scientificamerican0490-56. PMID 2315679. 

43. Advice on How to Survive the Taq Wars ¶2: GEN Genetic Engineering News Biobusiness Channel: 
Article. May 1, 2006 (Vol. 26, No. 9). 

 

ANNALS of the ORADEA UNIVERSITY. 

Fascicle of Management and Technological Engineering, Volume X (XX), 2011, NR1 

 3.71 

http://en.wikipedia.org/wiki/Paul_Rabinow
http://en.wikipedia.org/wiki/International_Standard_Book_Number
http://en.wikipedia.org/wiki/Special:BookSources/0-226-70146-8
http://en.wikipedia.org/wiki/Kary_Mullis
http://en.wikipedia.org/wiki/International_Standard_Book_Number
http://en.wikipedia.org/wiki/Special:BookSources/0-679-44255-3
http://en.wikipedia.org/wiki/Special:BookSources/0-679-44255-3
http://en.wikipedia.org/wiki/Digital_object_identifier
http://dx.doi.org/10.1038%2Fscientificamerican0490-56
http://en.wikipedia.org/wiki/PubMed_Identifier
http://www.ncbi.nlm.nih.gov/pubmed/2315679
http://www.genengnews.com/articles/chitem.aspx?aid=1656&chid=0
http://en.wikipedia.org/w/index.php?title=GEN_Genetic_Engineering_News&action=edit&redlink=1

